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雑種については，AFLPマーカー（AITKEN et al., 
2007）やRAPDマーカー（NAIR et al., 2006），SSR
マーカー（CAI et al., 2005），genomic slot blot 
hybridization（BESSE et al., 1997a）等を利用した
手法が報告されているが，現在では5S rDNAマー
カー（D’HONT et al., 1995）を利用した手法が最も
一般的に利用されている（CAI et al., 2005；HARVEY 











例えば，エンバク（Avena sativa L., 2n=42）とト






















































































トDNA（EaCIR 1；ALIX et al., 1998）を増幅する
プライマー（AGRP 52 = 5’-AGG-AAG-TTA-TGG-







0.4 μM，Taq DNA polymerase（PROMEGA社）


































































































EaCIR1 5S rDNA a）
NiF8 Saccharum  spp. hybrid － b) －
Ni9 Saccharum  spp. hybrid －　 　　　－
IJ76-349 E. arundinaceus + +
IK76-126 E. arundinaceus + +
NiF8×IJ76-349 グループA + + 2
グループB + －             54
その他 －             －           264
NiF8×IK76-126 グループA + + 3
グループB + －             16
その他 －              －            154




































































品種・系統名 グループ 系統数 肥厚帯
NiF8 Saccharum  spp. hybrid 有
Ni9 Saccharum  spp. hybrid 有
IJ76-349 E. arundinaceus 無
IK76-126 E. arundinaceus 無
NiF8×IJ76-349 グループA 2 有
グループB 54 有
その他 264 有
NiF8×IK76-126 グループA 3 有
グループB 16 有
その他 154 有

















































































































































































































































































































































（a） 茎数（本plot-1 （） b䠅 ⱼᚄ 䠄mm 䠅





















































































































































NiF8 Saccharum  spp. hybrid 11.8
Ni9 Saccharum  spp. hybrid 11.2
IJ76-349 E. arundinaceus 7.9
IK76-126 E. arundinaceus 7.7























































































































（HARVEY et al., 1998）あるいは他のマーカーとの
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Identification of Intergeneric Hybrids between Saccharum spp. 
Hybrid and Erianthus Arundinaceus Using DNA Markers
Taiichiro Hattori, Yoshifumi Terajima1), Seiji Fukuhara2), Tatsuro Kimura3) 
Satoru Nishimura3), Hiroyuki Enoki3), Makoto Matsuoka4), Takeo Sakaigaichi
Shoko Ishikawa5) and Takayoshi Terauchi
Summary
　The sugarcane Breeding Unit in the National Agricultural Research Center for Kyushu Okinawa 
Region has been working on intergeneric hybridization between sugarcane (Saccharum spp. 
hybrid) and Erianthus (Erianthus arundinaceus) to develop innovative breeding materials. In the 
present study, we applied Erianthus-specific EaCIR1 and 5S rDNA markers to identify hybrids. 
EaCIR1 is a tandemly-repeated DNA sequence in the subtelomeric regions of most Erianthus 
chromosomes. Progenies produced by intergeneric crossing (sugarcane x Erianthus) were divided 
into three groups: group A had both EaCIR1 and 5S rDNA markers, group B had only the EaCIR1 
marker, and the other group did not have either marker. Seedlings of group A exhibited poor 
growth and had intermediate DNA amounts between their parents. One of them lost dewlaps (joint 
part of leaf blade and sheath) as morphologically similar to Erianthus. These results indicated that 
group A was composed of intergeneric hybrids. Group B had dewlaps and growth characteristics 
similar to sugarcane instead of Erianthus. The amount of DNA in seedlings of group B was almost 
the same as that of their maternal sugarcane. Marker analyses with 28 Erianthus-specific primers 
revealed no Erianthus-specific band pattern in group B. These results did not present any 
evidence that Erianthus chromosomes were introduced into individuals of group B. Consequently, 
the EaCIR1 marker should not be Erianthus-specific. Additionally, we used marker analyses to 
investigate a large number of progenies produced by intergeneric crossing, and did not find any 
individuals that contained Erianthus chromosomes. This suggested that partial introduction of 
Erianthus chromosomes into progeny by intergeneric crossing was less likely.
　Key words: Sugarcane, Erianthus, intergeneric crossing, intergeneric hybrid, DNA marker.
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